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 Retinoic acid concentration  
2D system 1mM 100µM 10µM 

Day1 0.007 0.231 0.454 

Day3 3680.870 4117.301 18263.569 

Day7 46.508 48.819 30.356 

    

3D system 1mM 100µM 10µM 
Day1 135.025 118.063 205.096 
Day3 1007.148 897.830 909.691 
Day7 160.340 282.510 67.970 
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0.12 𝑛𝑚𝑜𝑙

7460 𝑛𝑚𝑜𝑙
× 1000 𝑚𝐿 =  0.016𝑚𝐿 = 16µ𝐿
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β

3D system GAPDH normalized relative tubulin values 
Negative control 1 1 1 1 

Positive control 6.78054778 0.22534335 1.00999728 1.92431737 

Neurons:NrCAM(s) 7.43979787 5.91334875 0.77984657 1.83155737 

Neurons:NrCAM-GUV 1.20699134 0.33858358 0.88732053 1.650619 

Neurons:Astrocytes 1:1 0.13628738 0.00153956 0.07946133 0.06266392 

     
2D system GAPDH normalized relative tubulin values 
Negative control 1 1 1 1 

Positive control 0.0689759 0.92556356 1.77218171 1.7640615 

Neurons:NrCAM(s) 0.02879246 0.86164783 0.96175758 0.85848154 

Neurons:NrCAM-GUV 0.0488799 0.81145949 1.01740853 0.79593297 

Neurons:Astrocytes 1:1 0.00051007 0.00012322 0.05038171 0.03112604 
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